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L. — PR A B A A RNAKS T 5% I s 10 ol R &, HRr iR 7E T

Fr il ) S 4

WISEQ 1D No.2FriAHy LI 51 HISEQ 1D No. 3T T 514 5

RICHRICH) s

FESEQ 1D No. LT RZIR Fr F X AR HEDNAREAR ;

PCRI NV o

2. FRFEAUREE R LR 1 1) FH A B A G B RNAASE 00 o e Jeg R0k 7R 6, JLARIEAE T,

FTiAPCR I MR ALF52 X Super TagMan Onestep Buffer,Super Onestep Enzyme, 3R
% ,RNase-Free Water.

3 AR PR EE SR 2 s i ) FH A A E G RE RNAKS: 0 158 1 Jee A0 70 &, AR EAE T,

PCRJz MAK & M25ul e MAK &, Hod, 2xSuper TagMan Onestep Buffer 12.5ul; FJiF
¥, 10uM,0.5ul s RS540, 10uM,0.5ul s %%t , 10pM,0.5ul ;Super Onestep Enzyme,
1.0ul ;RNA Template,10pg—100ng.

4 MRPEAURE SR 1B (79 ) A A 2 A RNAKS: I 5% e e R0 o, HURRAEAE T,

PR brE RS AR DNA%S AF, BIDHS a g 32 A 4 i v , Sy B & A SEQ 1D No . LT P31 ) ot
A

5. AR AR L SR 1T IR 1) R A R B F 2 e RN 00 155 e e ) 8, EARREAE T

PR 5 YEAR1EY) NSYBR Green . TagMand®El 73 FE AR - R RET B E 548 % -

6 . MR AURIEE 3R 5 B 119 1) FH A A 2 L RNAKS: I 5% e e R0k o, HURRAEAE T,

ik TagMan et 3 FIQISEQ 1D No. 47

7 AR AR EE SR 1T IR ) AR FH A B F 2 R RNAKSE 00 155 e e 1 ) 8, LR EAE T

JI i 177 5 3 0, S RNAF SR B, BTk RNAR 32 B 77) Sy Thermo Fisher Scientific
oy A TRIZo 1R F o

8. MR A AUREE SR LTI 1 ) B B A E G A RNAKS U5 Jok g 040 3 AR 6, FLRRAEAE T,

Pk i SOe AL IR 2 &1

9 . MR FE BRI EE 3R 1 BT (19 A1) FH A A A 2 A RNAS: I 5% Mot e 0l ) o, HOARRAiEAE T,

Bk ol R St s RO e &8 .
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—Fh F) PB4 E SR ABRNARS S BE B 2 10 T &

BR G
[0001] A BRI B A I i 7R S BRI, AR K — i 55 g ek DR A )

BREA

[0002] 55 I i DAy it bk 5% o ALY S e bR, 3 I A 3 Sl PR AR 3 TR £ 55— A7 B
WEFEAR B 52 A — b RE AT 5 S0 0 M Ml 00 i 2L JBS e A 25, RAR LN L
KAEARZRASRNA (IncRNA) 52 15 1 ORI 200 MZH IR L HL AT 2L R A 1 IR AR i A RNA
WFFE I, IncRNAZ 5 1 40 P 2 P B 224 i ), TS B 11 Je  D e » L ml i e Wit
FAB MR E I I R385 MR R AL R AT 70 o AR K, IncRNAS S A ) 5% R 5
W S2 2R, — LRI HEL 1 In cRNAH BB B B U 12 W i) AL VbR 5 SR T i 01
#EA

[0003] %41 J5% It d (1) 4G D v, AR /D 2 In c RNATE A4S U TR bR 25470 » BR AR 283 K =1 A
FC AT A R IAT R LA In e RNAVE e I ) b 254 » i3 AR5 3t — 2B WE R — FEL IneRNAFE O
bR SRR I

LIRS

[0004] A B B 7L T 3R — BhoR] A B A 2 S RNAKS: I 5% 1Dt A 1l m) &, FH DA g ok
IRAT B A7 00 08 J5 e e s 00 P 45 S 2 B R I P 3 22 R e o

[0005]  Jyfithe bR H5g A ) e, A i B BR 5 — T R A B A G R RNAAS: I 5 I s ) ) &

[0006]  Fifrid a7 G F 4 -

[0007]  4SEQ ID No.2fridf) By SI#AISEQ 1D No. 3K T~ 514 ;

[0008]  ZROGFRICH;

[0009] 0% SEQ ID No. LFAIZ IR 7 51 )b tEDNARRAR s

[0010]  PCR/ RE¥ -

[0011] LIk, FTiAPCR MR AL F52 X Super TagMan Onestep Buffer,Super Onestep
Enzyme, #f4l , RNase—-Free Water.

[0012]  fLiEfT, PCRI MNAK RN 25ul e AR %R, Hodb, 2xSuper TagMan Onestep Buffer
12.5uls E3E514,10uM,0.5ul s Fi#F514,10uM,0.5ul s 3R 4%F, 10pM, 0. 5ul ; Super Onestep
Enzyme,1.0ul ;RNA Template,10pg—100ng,

[0013]  fRIEH] , Bk bR dE R AR DNAKE AL B DHS o i 52 265 4 o oy, AR B &4 SEQ 1D No. 1
N i

[0014]  ARIEH, Frid R ICHRICYINSYBR Green. TagMani®R el 7 1545 AR REF LR
HHRE

[0015]  fRAE[T, BT ik TagMantREH P I WISEQ 1D No. 4FT7R.

[0016] DL, Bk a7 S A FERNAR S U ), I RNAR $2 U 7 A Thermo  Fisher
Scientific/A AIHITRIZo iR,
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(00171 fRkffy , s k9 £ L R R X

[0018] %I , FF A kA B LT 3 b 5 B S

[0019] AR ELAT I T Bk

[0020] A5 ) I B AR S B R HEAS B AR, S 3 S 40T , 4 026 IS 41144
b 05 S K B SRORNA. i 44 IncRNA 12K BE T S RORNALEA AL 4L (1 2 5 I
HALGUR O FA BAHLL , TneRNA-TMPL 2570 A DA 41 S0 555 B s , A W1 0 P G
A5 G B RNAKS: I 55 106 Je (0 700 &, e PR I BE AR SR A RNA - 1ncRNA-TMP 125 % JB5 e J 4 23 s
5 P R D SR LA 5 0 P T S

B 15 BA

[0021] &1y % BT B LncRNARS Fide I 45 5%, S 7 o ok o 4 49 B o 22 3 B i 1+ A7 1)
LncRNAfE B o

[0022] [ 2 09 A B £ A IncRNA-TMP 1251 7 B3 v 14 5 IPCRYT 34 J 34T Bl IR B 4 A
LYk &5 R

[0023] I3 A A I 5. 3461 Ji e g s R BSE AR (1) 1 ncRNA-TMP 1 2538 UE QR T-PCRAG P15 5

BRSHER R

[0024] DL SE it 4 Tk B A B L AEAS FOR IR il A & B KT S B

[0025] sz fhi 1 A\ JBE I I 595 55 41 2% IncRNARS Rk 4007, ik e 4l b B 2 i iA
) IncRNA

[0026]  — R RFRIJT I

[0027] 1.8}

[0028]  ZH ZHE AR B T 3568 155 e e i (0 T AR DTSR AR A, g o0of 40 25 55 Ml i 2H 2RI oF ()
54,

[0029]  2.777F

[0030] (1) #ZThermo Fisher ScientificZ AIIITRIzo ik (55 15596026) HHU; HEAE
H SRR 55 20 411 B RNA

[0031]  (2) %F KE S RNABEAT Cy 598 e hnic (BRI B R AY TR AR A 7 34T
“ArrayStar Human LncRNA Microarray V4.0Service” iE4THn1CK5S)

[0032]  (3) [ iy B —#ECcDNA: L Total RNAAHEEA, & A 17 BET #5101 igo (dT)
Primer (¥ RERAEY) TREAR A7) A 519, ff FCbeScrip thf & 58 —#EcDNA.

[0033] (1) A K —BEcDNA: DNAR A (il FR W) TR AR A 7)) ARNA T BRI,
A R B CDNA, FF A4 XURECDNA .

[0034] () A 4Nt 5% A B cRNA : LA cDNASAEAR , FI I T7Enzyme Mix (RN TIRA
R~ 7)) A icRNA

[0035]  (6) BEMLTIW i35 : Bl lug cRNA, FHIBENL S M)HEAT OG5

[0036]  (7) 448 5575 ¥k : cDNAVA T 2422 W (25 % FR B , 5 X SSC,0.1%SDS, 0.5 %BSA) 145
CHATEH , FHSSC (g BER A TREA IR 2 7)) 2 a5 4 8, 3 7 L S B e FHT
FH
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[0037]  (8) &/ H##, BG4, 2 F 3L A ik , &5 i FAgilent Microarray Scanner
(Agilent p/n G2565BA) AT HIH, A NE TF15 5, I R 15 E R % N\ BGeneSpring GX
A, AT 22 e DR 0 02

[0038] .45

[0039]  tPE 1 Frs , AR ¢ T NS ERE I IncRNAS K i, &S R i S R 226 3%
5 AL T YA IncRNAs o Hid IncRNA-TMP1 25 B R I ZE iRl 4 ik B2 il
[0040]  52ifa {51 2qRT-PCRAT A5 IAIE IncRNA-TMP 1 25 75 5 e [ 8 4 203 e 52 41 20 v [ 22 5=
Kik

[0041]  — SRR}

[0042] 3 HR 53X A J e Jed 1) e 2H SR EE X i 55 2H 24, % Inc RNA-TMP 1 25 (1) ik 22 S5 3347
qRT-PCRIGIE

[0043] = SEEG VAL R

[0044] 1.5 % E

[0045] (1) MEnsemb e 4 A H2EX 1 ncRNA-TMP1 25 AH R () 4% s A2 71, FRAR P s AR 1 7
FEIEINCBIF 511t T H (Primer BLAST) Wit 514, LUET1907 51 WISEQ 1D No. 2F7R,
DL K RS HnSEQ 1D No. 3FT7R

[0046]  (2) B At 2S5 4 4 F Thermo Fisher Scientific/Za]fITRIzo 1]
1%'515596026) $2ELERNA G, H HI7300real time PCR systemiZPRE &AL (Applied

Biosystems AB) %& & FrHEHXIRNAR 41 AR

[0047]  (3) R AL B AL MR AR A F]Super TagMan OneStep RT-gPCR Kitif
I (B2 5 CW2695) , ARNANAE AR 34T 2%t 8 EPCRY 1Y .

[0048] %)t € EPCRIA % -

[0049]

7 25ul J N AA ZIRE
2xSuper TagMan Onestep Buffer 12.5ul 1x

Forward Primer,10uM 0.5ul 0.2uM
Reverse Primer,10uM 0.5ul 0.2uM
Probe, 10pM 0.5ul 0.2uM
Super Onestep Enzyme 1.0ul

RNA Template X ul 10pg—-100ng
RNase-Free Water Up to 25ul

[0050] %t 5E EPCREEF WIS Wi 45 5445°C, 20min ; PCRTIAE £95°C , 2-5min; A8 PE95°C,
155,318 K /ZEAH60°C , 30-45s , 230-40 MR

[0051]  (4) HL Yk k& I, 126 HIDM2000DNA Marker (Jb 5{EE N A MEHEHIR A A, 5
CW0632) - anE 27~ , FL UK &5 SR 38 v BOR/N S FUHAHRE], 37387 R — %7

[0052] 2. % WA BEE, # Thermo Fisher ScientificZAFEIMITRIzo 1A F (525
15596026) FT 5 171 A A5 B BB Mt Je 2H 24 B8 I3 P A RINA . = LB E D IR AN T -

[0053] (1) B EFZH SR it AR TA TEON 2 A7 VR U BB o HEAT B S, A 24 P B8 ok AR
[0054]  (2) FANIHER A Im] TRIZo LR 77], 4k S2AfF BES 4 B, B B TRk 21500
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[0055]  (3) #8 IR S REEHE B . om] o TE ol &0, & L S0 N0 . 2ml &477 , TR
5J512000g 5002043 8, RNAFEAE T LKA

[0056]  (4) W EX FJZ7KAH (£3200-300ul) 82 21 . 5m1 o TE LB HT &, 0. 5ml S N EE VR
51,12000g 25001057 % s

(00571 (5) 77 i, HI75% 9 Z BE PR ERRNATLIE — K, A 20ul FTERNARR H /K T JLIK % i
RNA, 347 F—80 CAK I VK48 o

[0058] 3. HrifEDNAFEAR 1) il %%

[0059]  FRHESEQ ID No.lHi 7~ IncRNA-TMP125% L 7%, Z54% g4 T4 DA,

[0060]  HXAE2ul & B4, 4 BpUC-TTA Cloning Kit (b N AEMBIE AR &
a), B 5 CW2591) , i i %% AL BIDHS a2 A5 A e o o B fISEQ 1D No. 27 (1) 51 A1 W1SEQ
ID No. 3P~ B4 0# 16 F M: a e , $2ER BURIDNA, JFURIDNA T 7300real time PCR systemfi%
B e BT &, FEHO 065 R BRI AR il 28 (bR v DNARSEAR 34 FZ S 76 10°-10°4% D1/
ul) .

[0061] 4. U PESE S

[0062] W AR AEDNARE IR R 42 L A B 9102, 103,104,105, 1068 D1 /ul , AT HOLE &
PCR 5 DA I A7 [ 4 1) B AR R 5 S 1% 7 1 O R DN R U8 o AR 90 2 ST 1) T 3%, SR DUV T
102-1064% D1 /ul o s fiCHs tHil 2 910245 DL /ul

[0063] 5. % 58 & PCRIG I I ncRNA-TMP1 2531k &

[0064]  DARNAJYASEAR AT %Ot € EPCRY 3, 7O E EPCRIA R -

[0065]

¥l 25ul J A& 2 RTE
2xSuper TagMan Onestep Buffer 12.5ul 1x

Forward Primer,10uM 0.5ul 0.2uM
Reverse Primer,10uM 0.5ul 0.2uM
Probe, 10pM 0.5ul 0.2uM
Super Onestep Enzyme 1.0ul

RNA Template X ul 10pg—-100ng
RNase-Free Water Up to 25ul

[0066] et 5E EPCREEF IS Wi 5445°C, 20min ; PCRTAAE £95°C , 2-5min; A8 PE95C,
155,318 K /ZEAH60°C , 30-45s , 230-40MEFF

[0067]  RHEQRT-PCRI AR E B AT 272, 2 HITHE H IncRNA-TMP 1 257£ i bt JiE 6 2% e
LR (T) g 554 23 (N) WP R 7K o W 3 FT 7R 5 Ine RNA-TMP 1 257 3 5% 2H 44 P ) 3R 1A 7K
PR EAERE0.37-3. 28 2 8], B ZIH (1) IncRNA-TMP1 25 ) R 1A & F B F/E1. 053~
15.3752 [a], B S & T 1B & 41 20 3F— 5 B LncRNA-TMP 1 257 i 40 £ 32 3 o5 3k o AR
SIZ it 51 () B0 22 W < LneRNA-TMP 1 257E 53451 5 bk 5 55 4L 43 b, AT 40 L3, B ARG H 3 =
YR IS EL/ A I EL X 100% =47/53=88.7% , IncRNA-TMP125 7] LA {E A JE bt e 12 Wt
(13T R bR B

[0068]  HRAE bk STt 5] 145 it 451 2 ) A T 5 SR M) FH In e RNA-TMP 1 25K B = E 2 A5 RNA 7E 155
I RE AL 2 rp v R R P, ORI ANSEQ 1D No. 1o, Hih X A T-6 5 e thdk , 4
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K 1122bp. 5 IEH AL GUHLE , IncRNA-TMP1 2578 A i bt 21 4 b 15 25 v ik o AR R B B A1 —
PR FHACEE S E g A RNAKS 0 155 e e (1) 30 &, HOES 5 20SEQ 1D No. LY B3 519 MIISEQ 1D
No. 201 N i 514 ; TagMant®ET 3 40SEQ 1D No.4; 4 SEQ 1D No. LEZER 7 41 (I AR EDNASK
R s PCRIC MY o

[0069]  H.H,PCRI MR ELHE2xSuper TagMan Onestep Buffer,Super Onestep Enzyme,
RNase—Free Water,dNTP,Mg2+, Taqlfi SzbufferZei, FiE 5140 & N iE 5140 . 2 6hric
Y NSYBR Green IT.TaqManifft 71505 IR IRET BUR B4R ET , Taalilf 34 5 s 46
DA ) B 2 EPCREG I )&, 51403& I T-SYBR Green. TagMan¥REt (5 F5 X%
RE VE A BE R

[0070] K% AH AR S BEAE Sm RO RNAKS I 152 e Jeg i i 70 S kS 20 B o

[0071]  DHRA:#% M8 Thermo Fisher Scientific/ ][ TRIzo LR HIHT 75 W A 2 B4 E
SO RNAFREURE Y SIRNA, - FH7300real time PCR systemiZ g€ &Y (Applied Biosystems
AB) 5E & BT HR HU) 1 21 FE IR L

[0072]  ERB: DA 5% SR RNA SR AT 52 % € EPCRY 3 1ncRNA-TMP1 25,

[0073]  HLAKM , 4% B AR DB Dt e Lnc RNA-TMP 1 25[%) Gk S8 5 't 58 B PCRIA 77 1) 5 FH
JiiE, RN E EPCRI AR RUNF -

[0074]

7 25ul I N4 # LT
2xSuper TagMan Onestep Buffer 12.5ul 1x

Forward Primer,10uM 0.5ul 0.2uM
Reverse Primer,10uM 0.5ul 0.2uM
Probe, 10pM 0.5ul 0.2uM
Super Onestep Enzyme 1.0ul

RNA Template X ul 10pg—100ng
RNase-Free Water Up to 25ul

[0075] %5 5E EPCRIEF AN i #4 5445°C, 20min ; PCRFAAE £95°C , 2-5min; A8 1E95°C,
155, 3B K /IEH60°C , 30-45s , = 30~40ME IR o Ji 1k Xk BH P A ot RO RS U, A 2 B s il 7
R MAE R N85, 7% -91.6% , LR3I T S, SRI6 45 R e .

[0076] AR BRI EPCRES AR SE A T B RiFAE T 3 LI AT R A o m = 4
DRI B3, RS &, e S PR AT, B R AP B AT 5

[0077] sz it 451 3 ) FH A I B B4 A DAk 7] 455 06 1 n c RNA-TMP 1 257 fi It g 21 2 DA K o 55 2H 41
(1) 22 S Ak AT R )

[0078]  — . sLE&HhR}

[0079] & HR 1004 A5 s 4 LR 100 43 5% 2 21 (B b 50 K242 58 = B B 32 4ik) , X
IncRNA-TMP1 250 31k 22 7 BEAT qRT-PCRAS I

[0080]  — sEEGUVAMILE R

[0081] 1.4 A RNAM F2HX -

[0082] SR FHW & B BEV: , FiThermo Fisher ScientificAREITRIzolAF (k5
15596026) $& H 5% bt Je 2H 235 MR 1 S RNA o 32 ZEHE D BRI R
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[0083] (1) 3B EFLH 230 it AV IA TR 26 VR U A v AT T S, B 8 S ok AR
[0084]  (2) FEANEFER TR N Im] TRIZOLIR 7, 4% Z26/F 55 3-55 %, B 2 i AU 300K s

[0085]  (3) 18 BIA S IRELHE B . om] S TE ol &0, & L S N0 . 2m1 &477 R
51J5 12000835 0010435, RNAZE EJZ KA

[0086]  (4) MR EX F = 7KAH (£)200-300ul) #8221 . 5m] Jo 1 JC B8 &, 0. bml ¢ P B VR
51,12000g 250 1053 % 4

[0087]  (5) 3% i, 75 % [ £ B W RNAYLIE — IR » FH20ul JCRNAR () 7K AT L IR ¥ i
RNA, 4% T80 CARIE VK48 o

[0088] 2.3t E =PCRY 1Y

[0089] (1) R FHAISEQ ID No.2Fr7Ri) B3 51 ¥LA S AnSEQ 1D No. 3Fr7i 714 .
[0090]  (2) 5 A Fsfiim 23 S o5 20 214 i Thermo Fisher ScientificA AIHITRIzoli
7 (575 15596026) FEELSERNASG , B 1 7300real time PCR systemiZ% e € &Y (Applied
Biosystems AB) 5 & T HUIIRNAM 21 & FIik JE

[0091]  (3) LS RNAABEAR AT U St e EPCRY

[0092] LB EPCRIR AL Z

[0093]

T 25ul I N4 # LT
2xSuper TagMan Onestep Buffer 12.5ul 1x

Forward Primer,10uM 0.5ul 0.2uM
Reverse Primer,10uM 0.5ul 0.2uM
Probe, 10pM 0.5ul 0.2uM
Super Onestep Enzyme 1.0ul

RNA Template X ul 10pg—-100ng
RNase-Free Water Up to 25ul

[0094] % EPCRAGFEFUIT W45 5%45°C , 20min ; PCRTIAZPEISC , 2-5min; A8 1E95°C,
155,18 K /FEMH60°C , 30-45s, 3:30-40MEIF

[0095]  qRT-PCRAS Il f5% Pt e 2 2R RE AR A 1) IncRNA-TMP 125 , B4 i 3R 7 7= ) 5 S X 0 £ A
FUG %I %55 2EREOG K, B A CtE AR B8 C OB mT LA TN 1 25 [R] 7= ) (1) S 46 v
JE , RIZEPCR S 25 A4 AH TR (R0 175 250 T, 002 DR A Gk S B , O C UL Al R AT

[0096]  Hded 55 % RAZH S5 E 1995 % n] {5 X (A 1 b 5 (X 2. 79SD) fE A A IS W S50 ¥ Cut~
of T8 , HAH A4, 206 fEIL A3 FHA AT T, S W SLIG H) R B N92% , 8 R R83% . BAk
.

+ -
[0097] # ﬁ@._ + 89 13 i
ak _ 11 87 9%
Bit 100|100 200
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[0098] Il P 2 5 52 T FH S Ay 5 5 i B0 A ) A 9 3 1 B8 77 5 2R U A 0 SE R AR I A
TE kb A 2 B VER LA, ACSEIG R =89/ (89+11) X % =89% .

[0099] Il PR e 3 o2 A 1t = X300 TE b A S T o 2 (1 B8 77 R e R R 8 S B T o () N TE 7
i) 58 R BB PR EE ] AR S2 B8R P =87/ (13+87) X % =87 % o 4% & B i 46 sk 571 5 1)
T 15 I e 2E 2R I 5 LA 8 v 1 2R R R SR

[0100]  EAR, bS04 A — Mt vl B A BAR S AR BIAE T 1R R A , (HAE AR
B T D O WPl (ER ™ 0 i L e P SO N 16 5/ YA T(T = R A 178 R B o
FEAS R B A BHARE P Aty B BT A Az o B iadh , 350 8 T A8 B SR AR R Y L
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[0101]
R

120> —FhR B REARGRAS RNA A5 00 155 DR A X R

170> Patentln version 3.5

210> 1

211> 1122

<212> DNA

213> ANTFF3)

400> 1
tgtetttect tetactgeac actgagetee tgaaggeact ggggettpet cecatttgta 60
cectggagea cacagtaggt gettactaag tgactgtega geoagaactte taatatttitt 120
gaaacacaga tttggaaaca tettcccaga aaacagacta caacaaatca tttecetggt 180
algaageaat gaagtttttt gtitettteca tagtcetaas aaaateeeee aagageteae 240
cageatgaaa geactagetc tgaatateatl atggaggaac aatgatttea agacettcga 300
aaggeadagea acttgacacy gegeatettt ctagateatt gtttggaaga gaaccateag 360
gacgatceca ggggtectgt gaaacgetgt tggcctggge daggagggaa ctggtgetea 420
tcactggece tettcagaaa caatetgete cgtecaagtyg caatatgagt atttceaget 480
gaccatggge aaacttgttt tétagtttat eccagetaca ttatecangan aatagtcaat 540
ggagtcaaca aatgcaaace tetggaaaac atticagaga ctggettgtt getacaacas 600
gaacgpteat ateataatca ccattgtoga geagatgeca gotageatte ctaacetett 660
cagaataatt gacattifttc taacatgcag agtggccata acaaccactt cagetacaca 720
atagccteea cegtaacact tecttageaa ceécgettaace accgtgactt tgaaatcate 780
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[0102]
cgetatttty geageaggat gaatgtttge tggtegtgaa cttttcagag gteateaget 840
ggaaacaage ctgeccactt cetttgecta cececegocact goctgtegta cecatecate 900
acaggacata atgettaage acttgaggaa aagataatge acegettaca ttttectagt 960
ggaacaataa attttattte ggegatgtte geegananaa gtegtagtet tactgaccca 1020
tgttttatta acctgtetee aattaacaga aaggatgaca ctaattggaa acacaceatt 1080
ttgettaage aattaatctt ttttggttta tettttaaag ce 1122
<170> Patentln version 3.5
210> 2
211> 20
<212> DNA
213> AL
400> 2
caccagcatgaaagcactag 20

<1702

210>

LI

212>

218>

<400>

Patentln version 3.5

3

20

DNA
NIFF
3

11
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[0103]

aaatactcatattgeacttg

<170»

<2102

211>

212>

213>

400>

caggacgate ccaggggtec tgtgaaacge

Patentln version 3.5

30
DNA
NTRF

4

12

20

30
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Fralg
<110>
<120>
<130>
<160> 4
<170>
210> 1
211> 1122
<212> DNA
213>
<400> 1
tgtcetttecet

ccctggagea

=

gaaacacaga
atgaaggaat
cagcatgaaa
aaggcaagca
gacgatccca
tcactggcce
gaccatgggg
ggagtcaaca
gaacggtgat
cagaataatt
atagcctcca
cgctattttg
ggaaacaagc
acaggacata
ggaacaataa
tgttttatta
ttgcttaage
210> 2

211> 20

<212> DNA

tctactgcac
cacagtaggt
tttggaaaca
gaagtttttt
gcactagctce
acttgacacg
ggggtectgt
tcttcagaaa
aaacttgttt
aatgcaaacc
atcataatca
gacatttttc
ccgtaacact
gcagcaggat
ctgcccactt
atgcttaagc
attttattte
acctgtctec
aattaatctt

SIPOSequencelListing 1.0

actgagctcc
gcttactaag
tcttceccaga
gtttctttea
tgaatatgat
gggcatcttt
gaaacgctgt
caatctgcte
tctagtttat
tctggaaaac
ccattgtgga
taacatgcag
tccttagcecaa
gaatgtttge
cctttgecta
acttgaggaa
ggggatgttyg
aattaacaga
ttttggttta

ANTF%) (Artificial Sequence)

tgaaggcact
tgactgtgga
aaacagacta
tagtcctaaa
atggaggaac
ctagatcatt
tggeetggge
cgtccaagtg
cccagctaca
atttcagaga
gcagatgcca
agtggccata
ccecgettaac
tggtcgtgaa
cceegecact
aagataatgc
ggggaaaaaa
aaggatgaca
tcttttaaag

213> NTLF%) (Artificial Sequence)

<400> 2

caccagcatg aaagcactag 20

<210> 3
<211> 20

13
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ggggettget
gcagaacttc
caacaaatca
aaaatccccee
aatgatttga
gtttggaaga
aaggagggaa
caatatgagt
ttatcaagaa
ctggettgtt
ggtagcattg
acaaccactt
accgtgactt
cttttcaaag
gcctgtegta
accgcttaca
gtcgtagtgt
ctaattggaa
cc 1122

cccatttgta
taatattttt
tttccetggt
aagagctcac
agaccttcga
gaaccatcag
ctggtgctceca
atttccagct
aatagtcaat
gctacaacaa
ctaacctctt
cagctacaca
tgaaatcatc
gtcatcagct
cccatccate
ttttcctagt
tactgaccca

acacaccatt

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
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<212> DNA

<213> ANTJ7% (Artificial Sequence)
<400> 3

aaatactcat attgcacttg 20

<210> 4

211> 30

<212> DNA

213> NT. % (Artificial Sequence)
<400> 4

caggacgatc ccaggggtce tgtgaaacge 30

14
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LrcRNA-TMP125

(1
b3

gRY-POCR

E

GG AT IR NS R IR

VTG AT RNE INAT 24331430 AT N AR
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